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Fig. 5. Comparison of the deduced amino acid sequence of the NSP4s of genotype [A] (bovine NCDV, human DS-1, and simian SA11), genotype [B] (porcine
OSU, Gottfried and SB-1A, and human Wa), genotype [C] (simian RRV), and genotype [D] (murine EB) rotavirus strains employed in this study. Potential
epitope sites I (aa 151–169), II (aa 136–150), III (aa 112–133), and IV (aa 1–24) are boxed in black. The enterotoxin domain (aa 114–135) is boxed in red. The
interspecies variable domain (aa 131–141) is boxed in green.
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